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Abstract

A thermophilic anaerobic starch-hydrolyzing bacterium was isolated
from Shihsankeng hot spring at Kaohsiung county. The isolate was a
non-spore former and tentatively named strain S2302.  Cdll of strain
S2302 was gram-negative, non-motile rod whosesize was from 0.8-1 by
6.0-9.0um.  Growth occurred between 60 and 80°C and the optimum pH
was 7.2.  Strain S2302 fermented substrates such as mannose, starch,
xylose, glucose, maltose, fructose, sorbose, sucroseand pullulan.
Lactose, glycine, mannital, neopeptone, carboxylmethl cellulose,
raffinose, arainose, galactoe, rhamnose, cellubiose, glycerol, gelatin,
sorbitol, esculin, xylan and cellulose were not fermented. The
predominant fermentation end products from glucose were ethanol, acetic
acid and butyric acid.  Growth of strain S2302 was inhibited by 20
pug/ml polymyxin B and vancomycin, not by 100 pg/ml penicillin and
ampicillin.  Thiosulfate was found to enhance the growth rate and cell
yield of strain S2302. Analysisof growth kinetics of strain S2302
showed the pmg Was 0.345 hi' and Kswas 0.613 g/L.  Anaysisof the
16S rDNA sequence reveded that strain S2302 was closely related to the

members of genus Caldanaerobacter. Strain S2302 could hydrolyze



crude starch of ground rice and sweet potato, but not crude starch of corn.
Strain S2302 exhibited ahighest reducing sugar production yield of
0.1618 g/ g soluble starch and the conversionwas 99%.  Theamylase

specific activity of strain S2302 was 638.9 U/mg.

Key words: thermophiles, anaerobes, starch-hydrolyzing, amylolytic

enzymes
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