-~ v Rl

Table 1.General characteristics of proteases used in this study

Proteases Sources Type of Reaction Preperential

protease condictions specificity
Flavourzyme type A Fungi(Aspergillus Endoprotease 55°C »pH 7.5 Very broad specificity

oryzae) +exopeptidase
Pepsin Animals(porcine) endoprotease 37°C > pH 2 Aromatic—COOH » Leu- °
Asp-G1u-COOH

Trypsin Animals(bovine) endoprotease 50°C > pH 7.5 Lys- > Arg-COOH
Chymotrypsin Animals(bovine) endoprotease 37C > pH 8.0 Phe- > Tyr- > Trp-COOH
Neutrase Bacillus subtilis exoprotease 45°C > pH 6.0 Succinyl-Leu-Leu-Val-Tyr-

T-amino—4-methyl-coumarin

Esperase Bacillus lentus. endoprotease 60°C > pH 8.0 Broad specificity > mainly
hydrophobic -COOH
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